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 Abstract 
 

Equine respiratory disease has been recognised as an important cause of wastage 

resulting in financial loss for the equine industry worldwide. Limited studies have 

been conducted on equine respiratory viruses in New Zealand, particularly within the 

past ten years. As such, the objective of the present study was to determine 1) which 

respiratory viruses circulate among horses from selected New Zealand locations and 

2) whether or not infection with any of the viruses identified was associated with 

clinical disease. A survey was conducted on 85 horses to detect the presence of 

viruses known to be associated with equine respiratory disease. Nasal swabs were 

taken from 52 horses with signs of respiratory disease and from 33 healthy horses. 

Horses were sampled from within the Manawatu and Hawkes Bay regions by 

convenience.  

Species specific PCR was performed directly on nasal swabs. The only viruses 

detected were equine herpesviruses (EHV) types 1, 2, 4 and 5. Of the 52 horses with 

respiratory disease, 3 tested positive for EHV-1, 14 for EHV-4, 23 for EHV-2 and 26 

tested positive for EHV-5. Of the 33 healthy horses 2 tested positive for EHV-2, one 

of which also tested positive for EHV-5. Over all, the detection of herpesviruses was 

significantly associated with respiratory disease (p value <0.0001). Detection of 

individual virus species (EHV-2, EHV-4 or EHV-5) was also significantly associated 

with respiratory disease (p value 0.0002, 0.0006, <0.0001, respectively). The sample 

size was not large enough to evaluate the significance of EHV-1 detection and 

respiratory disease. 

Virus isolation performed on the samples from the 52 horses with respiratory 

disease detected EHV types 1, 2, 4 and 5. No viruses were detected from the 33 

samples of healthy horses. There was poor correlation between virus isolation and 

PCR results, particularly with regard to EHV-4.  

This work gives a recent contribution to the knowledge of equine respiratory viruses 

in New Zealand. Although the sampling was performed by convenience, the results 

suggest an association between equine herpesviruses types 2, 4 and 5 and equine 

respiratory disease.  
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