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Microbacterium liquefaciens/oxydans  Rhodococcus erythropolis 
   lacticum Serratia liquefaciens/odorifera  
Lactobacillus casei/curvatus/mindensis Enterobacter gergoviae 
  animalis/coryneformis/curvatus/delbrueckii  Klebsiella ozaenae/oxytoca  
  johnsonii/paracasei/paraplantarum Kocuria carniphila/kristinae/rhizophila 
  plantarum/rhamnosus/amylovorus Frigoribacterium species 
Lactococcus lactis/garvieae  Paracoccus species 
Enterococcus faecalis/gallinarum Micrococcus species 
  saccharominimus Ochrobactrum anthropi/tritici 
Chryseobacterium species  Pantoea agglomerans  
 Propionibacterium freudenreichii/jensenii  
 Providencia stuartii  

Psychrobacter maritimus  
Staphylococcus capitis/cohnii Pseudoclavibacter helvolus  
   saprophuticus/equorum/xylosus/aureus Rahnella aquatilis  
   haemolyticus/hominis/epidermis Renibacterium salmoninarum 
Streptococcus uberis/parauberis  Sphingomonas species 
Pseudomonas alcalophila/stutzeri Achromobacter delicatulus  
   synxantha/fluorescens/putida Aeromonas hydrophila  
Corynebacterium ammoniagenes/freneyi Arthrobacter 

arilaitensis/psychrolactophilus 
   glutamicum/variabilis/casei Brachybacterium nesterenkovii 
Acinetobacter johnsonii/junii/haemolyticus Deinococcus species 
   lwoffii Dermacoccus species 
 Leuconostoc mesenteroides  
 Escherichia coli 
 Aerococcus viridans  
 Bacillus cereus 
 Brevibacterium helvolum/linens  
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> bact.glmer <- lmer(nScore ~ 
Trt*Milk_Type+(1|Date/Farm/Iso_rep)+(1|Media)+(1|Growth_Time), 
family=binomial, data=bact) 
> Anova(bact.glmer) 
Analysis of Deviance Table (Type II Wald chisquare tests) 
 
Response: nScore 
  Chisq   Df  Pr(>Chisq)  
Trt  277.330  2  < 2.2e-16 *** 
Milk_Type  81.013   1  < 2.2e-16 *** 
Trt:Milk_Type  23.069   2  0.000009787 *** 
--- 
Signif. codes: 0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1 
 
> predictmeans(bact.glmer , "Trt:Milk_Type", Df=68.21, trans=invLogit) 
 
$`Predicted Means` 
 Milk_Type Acid Raw 
Trt  
pH 2.5 0.5752 -0.7424 
pH 2.5+Milk 1.6202 1.3106 
 
$`Standard Error of Means` 
  Milk_Type  Acid  Raw 
Trt  
pH 2.5   0.36126 0.34735 
pH 2.5+Milk  0.37343 0.34971 
 
$`Standard Error of Differences` 
 Max.SED Min.SED Aveg.SED  
 0.23122 0.13025 0.18413  
attr(,"For the Same Level of Factor") 
   Trt  Milk_Type 
Aveg.SED  0.1893 0.1758 
Min.SED  0.1681 0.1303 
Max.SED  0.2008 0.2312 
 
$LSD 
 Max.LSD Min.LSD Aveg.LSD  
0.4613666 0.2598953 0.3674052  
attr(,"Significant level") 
[1] 0.05 
attr(,"Degree of freedom") 
[1] 68.21 
 
$`Back Transformed Means` 
 Trt Milk_Type Mean LL of 95% CI UL of 95% CI 
1 pH 2.5  Acid  0.6400 0.4637 0.7852 
2 pH 2.5  Raw  0.3225 0.1922 0.4877 
3 pH 2.5+Milk  Acid  0.8348 0.7058 0.9141 



4 pH 2.5+Milk Raw  0.7876 0.6486 0.8817 

> predictmeans(bact.glmer , "Trt:Milk_Type", Df=68.21, trans=invLogit)
$`Predicted Means` 
 Milk_Type Acid Raw 
Trt  
pH 2.5 0.7191 -0.5151 
pH 2.5+Milk 1.8135 1.4989 
pH 2.5+Salt 0.9719 -0.3636 
 
$`Standard Error of Means` 
 Milk_Type Acid Raw 
Trt  
pH 2.5 0.29119 0.27059 
pH 2.5+Milk 0.31600 0.27757 
pH 2.5+Salt 0.29711 0.26874 
 
$`Standard Error of Differences` 
 Max.SED Min.SED Aveg.SED  
 0.24416 0.14128 0.19527  
attr(,"For the Same Level of Factor") 
 Trt Milk_Type 
Aveg.SED 0.2003 0.1871 
Min.SED 0.1811 0.1413 
Max.SED 0.2294 0.2442 
 
$LSD 
 Max.LSD Min.LSD Aveg.LSD  
0.4871865 0.2819041 0.3896335  
attr(,"Significant level") 
[1] 0.05 
attr(,"Degree of freedom") 
[1] 68.21 
 
$`Back Transformed Means` 
 Trt Milk_Type Mean LL of 95% CI UL of 95% CI 
1 pH 2.5 Acid 0.6724 0.5345 0.7859 
2 pH 2.5 Raw 0.3740 0.2583 0.5062 
3 pH 2.5+Milk Acid 0.8598 0.7655 0.9201 
4 pH 2.5+Milk Raw 0.8174 0.7201 0.8862 
5 pH 2.5+Salt Acid 0.7255 0.5936 0.8270 
6 pH 2.5+Salt Raw 0.4101 0.2891 0.5431 



Leuconostoc lactis 

Leuconostoc lactis 

Leuconostoc lactis 
Microbacterium phyllosphaerae 
or foliorum 
Staphylococcus haemolyticus 
Leuconostoc lactis 

Lactococcus lactis 
Lactobacillus paracasei 
Lactococcus lactis 
Lactococcus lactis 
Lactococcus lactis 
Curtobacterium flaccumfaciens 

Leuconostoc lactis 

Bacillus licheniformis 

Pseudomonas rhizosphaerae 
Curtobacterium flaccumfaciens 
Kocuria varians 
Lactococcus lactis 
Lactococcus lactis 



Rathayibacter festucae 
Staphylococcus haemolyticus 
Plantibacter flavus 
Staphylococcus haemolyticus 
Bacillus licheniformis 

Arthrobacter citreus 
Kocuria varians 
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Leuconostoc lactis 
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Lactococcus lactis 
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Leuconostoc lactis 
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Bacillus licheniformis 
Pseudomonas moraviensis 
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Curtobacterium 
flaccumfaciens 
Kocuria varians 
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Lactococcus lactis 
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Staphylococcus 
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