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[global average in red, individual tile averages in black]

m
ea

n 
pr

ob
ab

ili
ty

 o
f e

rr
or

s_1_2_sequence.txt.quality

●●●●●●●●●●●●●●●●●●●●●
●
●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●

●●●●●●●●●●
●●●●

●
●●●●

●
●●●●

●
●●●

●
●
●●●●

●
●●●●

●


