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defined as a “string test” positive. A positive string test 

  

 

 



Zealand (NZ). It has been classified as ‘nationally critical’ under the NZ threat 
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45’S, 166 10’E) are 450 km south of New Zealand.
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siderophore, the host’s immune system often develops strategies to prevent iron 

 

 



 



which demonstrated this isolate’s ability to utilise a wide panel of carbon, 
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growth of an autoaggregative SCV with defects in swimming, twitching and swarming 
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80⁰C until processing.

in Luria broth at 37⁰C for 24 h in aerobic 

was inoculated on chromogenic agar (CHROMagar™ Orientation, Fort Richard 

Laboratories, Auckland, New Zealand), which was then incubated at 37⁰C in aerobic 

ubcultured onto blood agar (Fort Richard Laboratories) and incubated at 37⁰C for 24 h.  
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cultured bacterial colony was added to 300 μL of 

 

5’ ATGAAACGACCTGATTGC 3’ and 5’ GATTGAGCGGGTAATAAATG 3’ 

The expected PCR product size is 400 bp. Each 25 μL PCR



 



 

 



 Nutrient agar powder, prepared according to the manufacturer’s 
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 agar powder, prepared according to the manufacturer’s 



 

3.2. Separate reactions were set up for each primer pair. Each 25 μL PCR reaction mix 

contained 1X PCR buffer with 20 μM of MgCl
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he carbon (PM1 and PM2) plates (100 μL/well). The remaining 38 mL 

of fluid had 760 μL of 50X sodium succinate/ferric citrate supplement added and was 

then inoculated into the nitrogen (PM3B) plate (100 μL/well). Another 150 μL of 42%T 

into the pH sensitivity (PM10) plate (100 μL/well). All the steps were carried out in a 

 



 



 

 



 

 

 

 



 

 



 

 

 



 



 

The negative control well in PM1 was positive using the manufacturer’s 
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pH’s is shown in Table 3.7. The complete



 



 

this bacterium to acquire multiple antibiotic resistance genes, particularly in “classical” 
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command line was used: “mod1 = glm (Pos ~ SampleType + Time + Strain + Sterile + 

 

 

 



 

 

 

 



from ‘lower mud pool’ and ‘pup play pool’ which were also positive in February (Fig. 

mud from ‘lower mud pool’ and water from ‘pup play pool’ were 5.5 and 5, 
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quality DNA as per the manufacturer’s instructions (1.5 μg DNA, 20 ng/μL). A 



moved through the “fastq mcf” program (
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length plasmid sequences using Bowtie2 in both the “—

local” and “— sensitive” modes for local and global read mapping 

reads mapped to the plasmids was produced by the “flagstat” option within samtools 



. R “pheatmap” package with hierarchical clustering was used to plot 

 

a single unit. Fisher’s exact test was performed to 
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mother’s colostrum.  Once the adaptive immune system is functional, 

In order to cause infection, a pathogen has to overcome the host’s innate 
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while the maternal antibody concentrations are still too high to allow the pup’s immune 







 











immune response from the mother declines and the pup’s own immune response is not 

(Argandoña, 2017)



















Zone diameter Breakpoints for antimicrobial sensitivity test (CLSI, 2015) 

10μg ≥17 – ≤13 
20/10μg ≥18 – ≤13 
30 μg ≥23 – ≤19 
5 μg ≥ 31 – ≤ 20 
30μg ≥18 – ≤ 14 

μg ≥15 – ≤12 
23.75/1.25μg ≥16 – ≤10 



















 







, A., 2002. Chemical diversity in the sialic acids and related α keto acids:  

Argandoña, A.

Babini, G.S., Livermore, D.M., 2000. Are SHV β



—





1 β

—



Connell, I., Agace, W., Klemm, P., Schembri, M., Mărild, S., Svanborg, C., 1996. Type 1 



Drawz, S.M., Bonomo, R.A., 2010. Three decades of β



spectrum β



., 2003. Extended spectrum β 

Gupta, V., Kumarasamy, K., Gulati, N., Garg, R., Krishnan, P., Chander, J., 2012. AmpC β







community-acquired bacteraemia. Journal of Internal Medicine

Veterinary Science in Wildlife Health at Massey University, Manawatū, 

spectrum β







–

Rice, L.B., Bonomo, R.A., 2000. β 



acquisition molecules than “classical” 

1 β



at, J., Krautwald-Junghanns, M.E., Schmitz Ornés, A., Eilers, A., Schmidt, V., 2014. 
Aerobic cloacal and pharyngeal bacterial flora in six species of free-living birds. 

Święciło, A., Zych Wężyk, I.



microbial “pan genome”.

—

—





hydrolyzing β

β



extended spectrum β

spectrum β

 


