
Received: 11 July 2022 Accepted: 15 November 2022

DOI: 10.1002/jeq2.20440

T E C H N I C A L R E P O R T

E n v i r o n m e n t a l M i c r o b i o l o g y

Copper induces nitrification by ammonia-oxidizing bacteria and
archaea in pastoral soils

Dumsane Themba Matse Paramsothy Jeyakumar Peter Bishop
Christopher W. N. Anderson

Environmental Science Group, School of

Agriculture and Environment, Massey

Univ., Private Bag 11 222, Palmerston

North 4442, New Zealand

Correspondence
Paramsothy Jeyakumar, Environmental

Science Group, School of Agriculture and

Environment, Massey Univ., Private Bag 11

222, Palmerston North 4442, New Zealand.

Email: P.Jeyakumar@massey.ac.nz

Assigned to Associate Editor Tim Johnson.

Abstract
Copper (Cu) is the main co-factor in the functioning of the ammonia monooxyge-

nase (AMO) enzyme, which is responsible for the first step of ammonia oxidation.

We report a greenhouse-based pot experiment that examines the response of

ammonia-oxidizing bacteria and archaea (AOB and AOA) to different bioavailable

Cu concentrations in three pastoral soils (Recent, Pallic, and Pumice soils) planted

with ryegrass (Lolium perenne L.). Five treatments were used: control (no urine and

Cu), urine only at 300 mg N kg−1 soil (Cu0), urine + 1 mg Cu kg−1 soil (Cu1),

urine + 10 mg Cu kg−1 soil (Cu10), and urine + 100 mg Cu kg−1 soil (Cu100). Pots

were destructively sampled at Day 0, 1, 7, 15, and 25 after urine application. The

AOB/AOA amoA gene abundance was analyzed by real-time quantitative polymerase

chain reaction at Days 1 and 15. The AOB amoA gene abundance increased 10.0-

and 22.6-fold in the Recent soil and 2.1- and 2.5-fold in the Pallic soil for the Cu10

compared with Cu0 on Days 1 and 15, respectively. In contrast, the Cu100 was asso-

ciated with a reduction in AOB amoA gene abundance in the Recent and Pallic soils

but not in the Pumice soil. This may be due to the influence of soil cation exchange

capacity differences on the bioavailable Cu. Bioavailable Cu in the Recent and Pallic

soils influenced nitrification and AOB amoA gene abundance, as evidenced by the

strong positive correlation between bioavailable Cu, nitrification, and AOB amoA.

However, bioavailable Cu did not influence the nitrification and AOA amoA gene

abundance increase.

1 INTRODUCTION

Grazing livestock inefficiently utilize ingested nitrogen (N)

(Kebreab et al., 2001). About 80% of ingested N is excreted

Abbreviations:: AMO, ammonia monooxygenase; AOA,

ammonia-oxidizing Archaea; AOB, ammonia-oxidizing bacteria; DW, dry

weight; qPCR, quantitative polymerase chain reaction.
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with urine, and several studies have shown that a signifi-

cant proportion of N can be lost from the soil via nitrate

(NO3
−-N) leaching before it can be taken up by plants (Di

& Cameron, 2002, 2016). Leached NO3
−-N can trigger envi-

ronmental problems such as water and air pollution (Rex et al.,

2021; Richards et al., 2021; Yu et al., 2019), and science-

led strategies to improve NO3
−-N management are actively

sought to decrease the impact of N losses.
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2 MATSE ET AL.

Nitrification is a naturally occurring process that describes

the microbial oxidation of ammonia (NH4
+-N) to NO3

−-N

via nitrite (NO2). This process is performed by ammonia-

oxidizing bacteria and archaea (AOB and AOA) found in

most soils (Carey et al., 2016; Prosser & Nicol, 2012). There

are unique biological characteristics between AOB and AOA

that are mostly influenced by environmental conditions (Lu

et al., 2020; Prosser et al., 2020). For example, oxidizing

bacteria have low affinity of NH4
+, and several studies have

reported AOB to be dominant in high NH4
+ soils (Carey et al.,

2016; Jia & Conrad, 2009). In contrast, AOA are dominant in

low NH4
+ conditions because of their high affinity to NH4

+

(Nicol et al., 2008; Rütting et al., 2021; Ying et al., 2010).

Both AOB and AOA possess the ammonia monooxygenase

(AMO) enzyme encoded in the amoA gene, which is responsi-

ble for the first and often rate limiting step of NH4
+ oxidation

into hydroxylamine (NH2OH) (Principi et al., 2009).

Previous studies demonstrated that the AMO enzyme con-

tains a Cu-active site, making Cu a co-factor in the functioning

of the enzyme (Hooper et al., 1997; McCarty, 1999). For

example, Vandevivere et al. (1998) showed that application

of 5 mg Cu L−1 as CuSO4 improved NH4
+-N oxidation

in sewage sludge, while Wagner et al. (2016) found that

increasing the Cu dose from 0.05 to 5 μg Cu L−1 signifi-

cantly increased NH4
+-N oxidation during water treatment.

However, several studies presented contrasting results on

the effect of Cu on NH4
+-N oxidation (Loveless & Painter,

1968; Wagner et al., 2016). Cela & Sumner (2002) demon-

strated that a water-extractable Cu concentration above 3.8 mg

kg−1 severely inhibited nitrification in three soils. He et al.

(2018) reported that a Cu concentration above 100 mg Cu

kg−1 significantly reduced AOB amoA gene transcripts in

an incubation study with a Fluvo-aquic soil (Shondong,

China) relative to a control. Scientific literature, therefore,

indicates that there is a lack of clear evidence on the rela-

tionship between Cu concentrations in soils and AOB/AOA

functioning.

In a previous incubation experiment (Matse et al., 2022), we

identified that Cu is an important trace element in the process

of nitrification in three pastoral soils in New Zealand (Pumice,

Pallic, and Recent soils). Our data demonstrated that reduc-

ing the Cu concentration in these soils negatively affected the

nitrification rate in the soil. However, relative changes in the

profile of ammonia nitrifiers were not determined. Therefore,

to provide direct evidence of the significance of Cu on micro-

bial nitrification processes, the current study was conducted

to evaluate the effect of Cu on bacterial and archaeal popu-

lation, and AOB/AOA amoA gene expression. In this study,

amoA gene abundance has been used to quantify the AMO

enzyme activity responsible for the first step of nitrifica-

tion. To our knowledge, no study has previously explored the

Core Ideas
∙ Copper concentration 0.24–0.33 mg kg-1 increased

nitrification rate for Recent and Pallic soils but

inhibited above 6 mg kg-1.

∙ Changes in nitrification rate in Recent and Pallic

soils were positively correlated with AOB amoA

gene abundance.

∙ AOA amoA gene was stimulated at higher Cu con-

centration in Recent and Pallic soils but not in

Pumice soil.

relationship between bioavailable Cu and AOB/AOA in

pastoral soils.

The present study examines the response of bacterial and

archaeal total population, and AOB/AOA amoA gene abun-

dance, to different Cu concentrations in pastoral soils. The

objective was to quantify the effect of bioavailable Cu on

AOA/AOB and nitrification rate in the context of research

programmes that are developing nitrification inhibitors for

dairy pastoral systems. The aim of our work is to provide

new insights into the relationship between Cu and ammonia

nitrifiers in pastoral soils.

2 MATERIALS AND METHODS

2.1 Soil collection and characterization

Bulk topsoil samples of Recent, Pallic, and Pumice soil

were sampled to a depth of 20 cm. The soils were repre-

sentative of the Manawatu Recent soil, Pallic Firm Brown,

and Orthic Pumice soil in terms of the New Zealand soil

orders (Dystric Fluventic Eutrudept, Typic Dystrustept, and

Typic Dystrustept, respectively, according to the U.S. Soil

Taxonomy classification [Hewitt, 2010]). Recent soil was col-

lected from the Dairy 1 farm located at Massey University

(40˚23′0.95″ S, 175˚36′36.16″ E), Pallic soil was collected

from the Canterbury region (43˚34′13.15″ S, 171˚55′47.33″

E), and Pumice soil was collected from a farm near Strat-

ford in the Taranaki region (39˚20′9″ S, 174˚18′20″ E). Soil

samples were sieved through <2-mm stainless steel sieve and

divided into two portions. The first portion was air-dried

for soil pH and cation exchange capacity determination. The

second portion was stored fresh at <4 ˚C for less than a

week to minimize any changes that might occur before use

in the pot experiment described in this paper. Subsamples

were analyzed for mineral N, moisture, and water-holding

capacity. All soil chemical properties were analyzed using the
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MATSE ET AL. 3

T A B L E 1 Soil chemical characteristics

Parameter Recent soil Pallic soil Pumice soil
Soil pH 5.8 5.2 5.8

NH4
+-N (mg kg−1) 2.22 3.02 1.68

NO3
−-N (mg kg−1) 24.29 38.01 21.40

Bioavailable Cu (mg

kg−1)

0.11 0.19 0.28

Exchangeable cations- (cmolc kg−1)

Ca 4.5 3.5 3.4

Mg 1.15 0.58 0.76

K 0.44 0.46 0.33

Na 0.11 0.08 0.09

CEC 11 13 20

BS (%) 56 36 27

WHC (%) 31.5 45.9 80.6

Note. BS = base saturation; CEC = cation exchange capacity; WHC =
water-holding capacity.

methods described by Matse et al. (2022). A summary of

chemical parameters is presented in Table 1. These soils

are the dominant soils in New Zealand under dairy pastoral

system and were used in this study because they present

contrasting soil properties.

2.2 Treatments and application

This study was conducted using five treatments with three

replicates of five sets in each soil: control (no urine and

no Cu), urine-only at 300 mg N kg−1 (Cu0), urine + 1 mg

Cu kg−1 (Cu1), urine + 10 mg Cu kg−1 (Cu10), and urine

+ 100 mg Cu kg−1 (Cu100). The applied Cu concentra-

tion ranges were selected based on conditions of deficiency,

sufficiency, and toxicity with respect to the bioavailable Cu

concentration in soil (Cela & Sumner, 2002). Hydrated cop-

per sulphate (CuSO4∙5H20) was used as the Cu source, with

application rate calculated using the dry weight (DW) of the

different soils to achieve the required concentrations. Field

moist soil (0.5 kg) was spiked with the specified treatment

and filled into each pot. Soil spiking and mixing were done as

described by Ubeynarayana et al. (2021). Soils were incubated

for 3 wk at 25 ˚C to equilibrate the Cu with the soil matrix. The

soil was maintained at 70% water-filled pore space through-

out the incubation period by weighing pots every after 2 d and

maintaining the moisture level with deionized water.

Pots were transferred into the greenhouse at the Massey

University Plant Growth Unit after 21 d of soil incubation and

were arranged in a randomized complete block design. Peren-

nial ryegrass (Lolium perenne L. ‘Maxsyn NEA4’) seeds (20

seeds pot–1) were planted to model the dominant pasture cover

for New Zealand dairy soils. Ryegrass was thinned to main-

tain 15 plants pot–1 after 7 d of germination. Ryegrass was

then allowed to establish for 4 wk before urine application.

2.3 Synthetic urine preparation and
application

Synthetic urine was prepared using the formulation described

by Clough et al. (1998): urea applied at 11.7 g L−1, glycine

at 2.90 g L−1, KHCO3 at 13.98 g L−1, K2SO4 at 1.38 g L−1,

and KCl at 5.04 g L−1. Four weeks after ryegrass establish-

ment, a calculated amount of synthetic urine was applied at

an equivalent rate of 300 mg N kg−1 to all treatments except

the no-urine control. Daily watering was done after weigh-

ing each pot to ensure 70% water-filled pore space during the

perennial ryegrass growth period. Average day and night tem-

peratures were recorded over the time period from synthetic

urine application to last harvest (Supplemental Figure S1).

2.4 Plant and soil sampling

Destructive pot sampling was done in the lab at Day 0 (before

urine application), and at Day 1, 7 15, and 25 after urine appli-

cation (three replicates sampled at each time point). A total

of 225 samples were collected throughout the experimental

period (5 treatments × 3 replicates × 3 soils × 5 times). Plants

were gently pulled from the soil by hand, and rhizosphere soil

around the roots was removed by shaking before roots were

washed several times using tap water. The ryegrass shoots

and roots were separated using a set of stainless steel scis-

sors (Matse et al., 2020). The DW of shoot and root biomass

was recorded after oven-drying at 65 ˚C for 72 h. During sam-

pling, the field moist soil from each pot was homogenized

and subsampled into two parts. The first part was immediately

stored at −20 ˚C for soil DNA extraction. The second part was

kept at <4 ˚C for NH4
+-N and NO3

−-N, and bioavailable Cu

analysis.

2.5 Soil analysis

Soil bioavailable Cu concentration was measured through

extraction of 5 g field moist soil with 30 ml 0.05 CaCl2 in an

end-over-end shaker for 2 h. The resulting extraction was cen-

trifuged at 1,100 g for 10 min, then filtered through Whatman

42 filter papers before analysis of bioavailable concentration

Cu using microwave plasma atomic emission spectroscopy

(4200 MP-AES, Agilent).

Soil mineral NH4
+-N and NO3

−-N concentration was mea-

sured through extracting 5 g field moist soil with 30 ml,

2 M KCl in an end-over-end shaker for 1 h. The resulting

extraction was centrifuged at 1,100 g for 10 min then filtered
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4 MATSE ET AL.

through Whatman 42 filter papers before analysis of soil min-

eral NH4
+-N and NO3

−-N concentration using a Technicon

autoanalyzer (Blakemore, 1987).

2.6 Quality control measures

Two certified standard reference materials (SRM 2710a,

Montana soil and SRM 1573a, tomato leaves) were ana-

lyzed during all sample runs. Recovery concentrations of the

tomato leaves and Montana soil ranged from 92.4 to 98%

and 93.4 to 98.6%, respectively, of certified Cu concentration

values.

2.7 Soil DNA extraction and qPCR

Dai et al. (2013) indicated that the ammonia oxidizer activi-

ties are peak approximately 15 d after treatment application.

Therefore, soil sampling was done only on Day 1 and 15

for the microbial gene analysis. Soil DNA was extracted

from 0.25 g of soil using the PowerSoil DNA Isolation Kit

(MO BIO Laboratories) following the manufacturer’s proto-

col. DNA quantity was confirmed by the ratio of absorbance

at 260 and 280 nm using a NanoDrop ND-1000 (Thermo

Fisher Scientific Inc.). The quality of the DNA was further

confirmed using gel electrophoresis (1.5% TAE-agarose gel,

tris-acetate-EDTA).

Quantitative polymerase chain reaction (qPCR) of AOB

amoA, AOA amoA, bacterial 16S rRNA, and archaeal 16S

rRNA was performed on a LightCycler 480II (Roche, soft-

ware release 1.5.1.62 SP3) based on the fluorescence intensity

during amplification using SsoFast EvaGreen Supermix (Bio-

Rad Laboratories Inc.). Each DNA soil sample was analyzed

in duplicate during the qPCR reaction. The primers used,

sequences, and qPCR conditions are outlined in Supplemen-

tal Tables S1 and S2. The qPCR reaction mixture (total of

10 μl) contained 1 μl of 10-fold diluted DNA samples, 1×
SsoFast EvaGreen Supermix, and 0.52 μl of each forward and

reverse primer. The qPCR standard curves were performed

using DNA samples with known concentration serially diluted

ranging from 102 to 107. The qPCR efficiency for each primer

pair ranged between 89 and 98%. Each DNA soil sample was

analyzed in duplicate during the qPCR reaction. Each qPCR

96-plate run contained triplicates of nontemplate control

samples for each primer pair. The copy of target gene per gram

of soil was calculated according to Behrens et al. (2008).

2.8 Statistical analysis

Analysis of variance (ANOVA) followed by Turkey’s post hoc

test was applied to determine significant differences between

applied treatments means using Minitab (Version 19, Minitab

Inc.).

3 RESULTS

3.1 Changes in bioavailable Cu
concentration

There was a trend toward increasing bioavailable Cu concen-

tration in soil as a function of the applied Cu (Figure 1). For

the Recent soil, all Cu treatments (Cu1, Cu10, and Cu100)

showed increased bioavailable Cu for all sampling days rela-

tive to the Cu0 treatment. For the Pallic soil, no clear changes

were induced by the application of the Cu1 treatment relative

to Cu0. The Cu10 and Cu100 treatments increased bioavail-

able Cu at all sampling days relative to Cu0. In the Pumice

soil, the Cu1 treatment did not induce significant changes in

bioavailable Cu relative to Cu0, while the Cu10 treatment

showed a nominal increase with time. The Cu100 treatment

increased bioavailable Cu across all samplings relative to the

Cu0 treatment (Figure 1).

3.2 Soil NH4
+-N and NO3

−-N concentration

Copper had a variable effect on the NH4
+-N concentration

for the Recent and Pallic soil but no effect on the NH4
+-N

concentration for the Pumice soil (Figure 2). For the Recent

soil, the Cu1 treatment reduced the NH4
+-N concentration by

a factor of 24 and 45% relative to the Cu0 treatment, at Days 1

and 7, respectively. There was a similar reduction for the Cu10

treatment, by 32 and 39% at Days 1 and 7, respectively. In the

Cu100-treated soil, there was a nominal increase in NH4
+-

N relative to the Cu0 treatment, but this was only apparent

on Day 1. For the Pallic soil, there was no significant change

in the NH4
+-N concentration induced by the Cu1 treatment

at any sampling time relative to the Cu0 treatment. However,

the Cu10 treatment reduced the NH4
+-N concentration by a

factor of 23 and 40% compared with Cu0 on Days 1 and 7,

respectively (Figure 2). The Cu100 treatment was associated

with an increase in NH4
+-N concentration by factors of 18 and

106% relative to the Cu0 at Days 1 and 7, respectively. For the

Pumice soil, there was no significant change in NH4
+-N con-

centration associated with any treatment, with the exception

of the Cu10 treatment on Day 7, which was significantly lower

than the Cu0 treatment (Figure 2).

The NO3
−-N concentration was influenced by Cu treat-

ment in all three soils. For the Recent soil, the Cu1 treatment

increased the NO3
−-N concentration by 38 and 18% on both

Days 1 and 7, respectively, relative to Cu0. The Cu10 treat-

ment increased the NO3
−-N concentration by 145 and 48%

(relative to Cu0) at Days 1 and 7, respectively (Figure 2). In
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MATSE ET AL. 5

F I G U R E 1 Bioavailable Cu concentration in Recent, Pallic, and

Pumice soils as a function of treatments and sampling time. Error bars

indicate standard deviation of mean (n = 3). Control = no urine and Cu;

Cu0 = urine only at 300 mg N kg−1 soil; Cu1 = urine + 1 mg Cu kg−1

soil; Cu10 = urine + 10 mg Cu kg−1 soil; Cu100 = urine + 100 mg Cu

kg−1 soil

contrast, the Cu100 treatment reduced the NO3
−-N concen-

tration by factors of 27 and 31% at Days 1 and 7, respectively.

For the Pallic soil, there was no significant effect of the Cu1

treatment on soil NO3
−-N concentration relative to the Cu0

treatment at any sampling time; however, the Cu10 treat-

ment increased the NO3
−-N concentration by values of 205

and 37% at Days 1 and 7, respectively. The Cu100 treat-

ment showed a nominal reduction in NO3
−-N concentration

at Days 7 and 15 compared with Cu0. For the Pumice soil,

there was a reduction in NO3
−-N concentration induced by

the application of Cu1 and Cu10 at Days 7 and 15 (Figure 2).

There was no consistent effect of the Cu100 treatment on soil

NO3
−-N concentration in the Pumice soil relative to the Cu0

treatment.

3.3 Bacterial and archaeal population
in soil

The total bacterial and archaeal population in the soil was

analyzed based on the abundance of 16S rRNA (Figure 3).

There was no effect of the Cu1 treatment on bacterial popula-

tion when compared to the Cu0 treatments in any of the three

soils at either Day 1 or 15. However, the bacterial popula-

tion in the Cu10 soil was increased by 1.6- and 3.3-fold in the

Recent soil, and 1.4- and 1.5-fold in the Pallic soil, for Days 1

and 15, respectively relative to the Cu0 treatment. There was

no significant increase in bacterial population that could be

attributed to Cu10 and Cu100 for the Pumice soil.

The archaeal population in the control treatment was higher

in all three soils relative to the Cu0 treatment irrespective of

sampling time (Figure 3). Application of urine to the Cu1 and

Cu10 treatments did not change the archaeal population rel-

ative to Cu0 treatments at any sampling time for any of the

three soils. The Cu100 treatment showed higher archaeal pop-

ulation in the Recent and Pumice soil relative to the lower Cu

treatments at both sampling times, although this increase was

not apparent for the Pallic soil.

3.4 AOB/AOA amoA gene abundance in soil

There were no significant differences in AOB amoA gene

abundance between the Cu0 and Cu1 treatment for all three

soils at all sampling times (Figure 4). However, for the Cu10

treatment, AOB amoA gene abundance increased 10.0- and

22.6-fold in the Recent soil and 2.1- and 2.5-fold in the Pal-

lic soil relative to the Cu0 treatment on Days 1 and 15,

respectively (Figure 4). This increase was not apparent for

the Pumice soil. After application of the Cu100 treatment,
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6 MATSE ET AL.

F I G U R E 2 NH4
+-N and NO3

−-N concentration for Recent, Pallic, and Pumice soils as a function of treatments and sampling time. Error bars

indicate standard deviation of mean (n = 3). Control = no urine and Cu; Cu0 = urine only at 300 mg N kg−1 soil; Cu1 = urine + 1 mg Cu kg−1 soil;

Cu10 = urine + 10 mg Cu kg−1 soil; Cu100 = urine + 100 mg Cu kg−1 soil

AOB amoA gene abundance reduced 7.4- and 1.3-fold in the

Recent soil and 2.6- and 2.5-fold in the Pallic soil relative to

the Cu0 on Days 1 and 15, respectively. For the Cu100 treat-

ment, AOB amoA abundance increased 1.2- and 1.2-fold in

the Pumice soil relative to the Cu0 treatment on Days 1 and

15, respectively.

Generally, there was an increase in AOA amoA gene abun-

dance in the control treatment (relative to the urine treatments)

in all three soils for both sampling times (Figure 4). There

were no significant changes in AOA amoA gene abundance

associated with the Cu1 or Cu10 treatments on Days 1 and

15 for all three soils relative to Cu0 treatment, but there was

an increase in abundance for the Recent and Pallic soils at the

Cu100 treatment level on Days 1 and 15 (Figure 4). There was

no effect of Cu100 treatment on AOA amoA gene abundance

for the Pumice soil.
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MATSE ET AL. 7

F I G U R E 3 Abundance of bacterial and archaeal 16S rRNA for Recent, Pallic, and Pumice soils as a function of treatments and sampling time.

Different lowercase letters in the same sampling day represent significant difference (P < .05). Vertical error bars represent standard deviation of

mean (n = 3). Control = no urine and Cu; Cu0 = urine only at 300 mg N kg−1 soil; Cu1 = urine + 1 mg Cu kg−1 soil; Cu10 = urine + 10 mg Cu

kg−1 soil; Cu100 = urine + 100 mg Cu kg−1 soil

3.5 Perennial ryegrass growth

There was a trend toward increasing shoot DW as a function of

time and treatment for all three soils. The Cu1 and Cu10 treat-

ments increased the shoot DW by an average of 64 and 83%,

respectively, for the Recent soil relative to Cu0 (Figure 5). For

the Pallic and Pumice soils, there were no significant differ-

ences in mean DW between the Cu0, Cu1, and Cu2 treatments.

An increase in shoot DW due to the Cu100 treatment rela-

tive to Cu0 was only recorded for the Recent soil on Day 25.

There was a general trend for reduced DW associated with

the Cu100 treatment relative to the lower Cu levels for the

Pallic and Recent soils. The reduction due to Cu100 was not

significant for the Pumice soil (Figure 5).

Root DW tended to increase for the Cu1 and Cu10 treated

soils relative to the Cu0 treatment, but DW gains were

mitigated by the Cu100 treatment (Figure 5). An increase

in root DW due to the Cu1 treatment was recorded in all
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8 MATSE ET AL.

F I G U R E 4 Abundance of ammonia-oxidizing bacteria and archaea (AOB/AOA) amoA gene for Recent, Pallic, and Pumice soils as a function

of treatments and sampling time. Different small letters in the same sampling day represent significant difference (P < .05). Vertical error bars

represent standard deviation of mean (n = 3). Control = no urine and Cu; Cu0 = urine only at 300 mg N kg−1 soil; Cu1 = urine + 1 mg Cu kg−1 soil;

Cu10 = urine + 10 mg Cu kg−1 soil; Cu100 = urine + 100 mg Cu kg−1 soil

samplings for the Recent soil, with no clear changes for the

Pallic and Pumice soils. There was a significant increase in

root DW for the Cu10 treatment in the Recent soil after Day

1, but no changes were recorded for the Pallic and Pumice

soils. There was a reduction in root DW induced by the Cu100

treatment for the Recent and Pallic soils relative to the Cu0

treatment; however, this effect was not apparent in the Pumice

soil.

4 DISCUSSION

4.1 Dynamics of the NH4
+-N and NO3

−-N

Following urine application to the soils of this study there

was an increase in NH4
+-N concentration that we attribute

to rapid hydrolysis of urea in the urine by the urease enzyme

(Cameron et al., 2013). Within 15 d after urine application,
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MATSE ET AL. 9

F I G U R E 5 Shoot and root dry weight for the Recent, Pallic, and Pumice soils as a function of treatments and sampling time. Vertical error

bars indicate standard deviation of mean (n = 3). Control = no urine and Cu; Cu0 = urine only at 300 mg N kg−1 soil; Cu1 = urine + 1 mg Cu kg−1

soil; Cu10 = urine + 10 mg Cu kg−1 soil; Cu100 = urine + 100 mg Cu kg−1 soil

there was rapid oxidation of NH4
+-N to NO3

−-N, which

resulted in accumulation of NO3
−-N in the soil (Figure 2).

Our observations are consistent with results reported in pre-

vious studies (Duan et al., 2019; Hink et al., 2018; Williams

& Haynes, 2000). The rapid nitrification rate observed in this

study may have been influenced by optimal environmental

conditions during this experimental period such as temper-

ature, soil moisture and N availability (Cameron et al., 2013).

We propose that the decline in NO3
−-N after 15 d is associated

with N uptake by grass.
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10 MATSE ET AL.

4.2 Effect of Cu application on NH4
+

oxidation to NO3
−

Significant changes in the NH4
+-N and NO3

−-N concentra-

tions in soil were induced by Cu treatments, with the change

varying between soils. The lower Cu treatment induced a

reduction in NH4
+-N in the Recent soil, whereas the Cu10

treatment induced a significant reduction in both the Recent

and Pallic soils (Figure 2). The reduction in NH4
+-N corre-

sponded with an increase in NO3
−-N concentration in soil;

this demonstrates that there was an increase in the oxida-

tion of NH4
+-N to NO3

−-N. We are able to correlate this

increase in NO3
−-N with an increase in the bioavailable Cu

concentration in both soils (Recent soil, r = .937, P < .01

[Supplemental Table S3] and Pallic soil, r = .748, P < .05

[Supplemental Table S3]). To further analyze the effect of

the different Cu concentrations on changes in mineral N, the

ratio of NO3
−-N/NH4

+-N was calculated (Chen et al., 2021)

(Figure 6). The ratio of NO3
−-N/NH4

+-N quantified for the

Cu10 treatment was greater in the Recent and Pallic soils,

providing strong evidence that this treatment had a signifi-

cant effect on nitrification rate in these two soils. Copper has

been reported in various pure cell incubation and water treat-

ment studies to play a significant role in ammonia oxidation

(Gwak et al., 2020; Matse et al., 2022; Wagner et al., 2019).

For example, Matse et al. (2022) reported that increasing the

Cu concentration from 0.1 to 3 mg Cu kg−1 significantly

increased the soil nitrification rate. Results from the current

study therefore provide strong evidence that the change in

NH4
+-N in the Recent and Pallic soil was influenced by the

Cu concentration in the soil. In the Pumice soil, there was no

change in NH4
+-N concentration induced by the Cu1 or Cu 10

treatments, suggesting that these Cu treatments did not effect

the bioavailable Cu concentration in the Pumice soil.

Increasing the applied Cu concentration to 100 mg kg−1

(Cu100 treatment) induced a significant increase in bioavail-

able Cu concentration in all three soils (Figure 1), and this

was associated with a higher NH4
+-N concentration in the

Recent and Pallic soils (Figure 2). The higher NH4
+-N con-

centration corresponded with a lower NO3
−-N concentration,

demonstrating that the high Cu level reduced nitrification

in both soils, which may be due to Cu inducing toxicity to

nitrifying microbes. The ratio of NO3
−-N/NH4

+-N showed

a reduction for the Cu100 treatment, providing evidence that

this treatment had a toxicity effect to the nitrifying microbes

(Figure 6). However, this reduction in nitrification and ratio

of NO3
−-N/NH4

+-N was not observed in the Pumice soil,

where the absolute concentration of bioavailable Cu, while

significantly greater than the control, was 6–8 times lower

than in the Recent and Pallic soils. The difference in bioavail-

able Cu between the Pumice soil and the other two soils may

be associated with differences in soil properties. The higher

cation exchange capacity of the Pumice soil compared with

the Recent soil and Pallic soils (Table 1) may have led to

greater adsorption of added Cu through formation of organo-

metal complexes reducing the concentration of Cu in soil

solution (Gao et al., 1997; Rieuwerts et al., 1998). In our

previous study (Matse et al., 2022), we reported that this

Pumice soil was high in percentage Al and Fe oxides. These

soil components may have complexed with Cu, reducing the

bioavailable Cu concentration (Rieuwerts, 2007).

4.3 Changes in microbial population and
AOB/AOA amoA gene abundance

Our results show that bacterial populations were dominant

in the Recent and Pumice soils, but that archaeal popula-

tions were dominant in the Pallic soil (Figure 3). The low soil

pH of the Pallic soil (5.2) compared with the Recent (5.8)

and Pumice soil (5.8) may have been one of the key factors

that increased the dominance of AOA over AOB in this soil.

Dominance of AOA over AOB under conditions of low soil

pH has been reported in several other studies (Gubry-Rangin

et al., 2010; Waggoner et al., 2021; Zhang et al., 2012). How-

ever, literature does not clearly describe whether numerical

dominance at genomic level has an effect at the functional

level.

An increase in the AOA population was observed when

the NH4
+-N concentration was low (control) (Figure 4). This

trend has been observed in other studies (Di et al., 2010;

Huérfano et al., 2022; Ouyang et al., 2017; Waggoner et al.,

2021) and has been associated with the ability of AOA to

thrive under conditions of low NH4
+-N availability. In the

present study, AOB abundance dominated at higher NH4
+-N

availability (Day 1). We associate this with the greater toler-

ance of AOB to high NH4
+-N concentration, which may be

inhibitory to AOA (Ouyang et al., 2017), or due to the greater

competition for substrate by AOB.

In terms of the Cu effect across the different soils, our

results show that the Cu10 treatment significantly increased

AOB amoA gene abundance in both the Recent and Pallic

soils relative to all other applied treatments. We attribute this

to a beneficial increase in bioavailable Cu concentration in

both of these soils. The greater AOB amoA abundance for

the Recent and Pallic soils at the Cu10 treatment levels corre-

sponded with a reduction in NH4
+-N and significantly higher

NO3
−-N recorded on Days 1 and 7 (Figure 2), demonstrating

that nitrification in these soils was Cu limited. Our data pro-

vide strong evidence that bioavailable Cu plays a significant

role in influencing AOB amoA abundance in soil through a

correlation between bioavailable Cu and AOB amoA (Recent

soil r = .940, P < .01 [Supplemental Table S3] and Pal-

lic soil r = .702, P < .05 [Supplemental Table S4]). With

respect to AOA amoA gene abundance, there were no signif-

icant changes associated with the application of the Cu1 and
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MATSE ET AL. 11

F I G U R E 6 Ratio of NO3
−-N/NH4

+-N for

Recent, Pallic, and Pumice soils as a function of

treatments and sampling time. Error bars indicate

standard deviation of mean (n = 3). The control

treatment was excluded because no urine was added in

this treatment and Day 0 was before urine addition.

Cu0 = urine only at 300 mg N kg−1 soil; Cu1 = urine

+ 1 mg Cu kg−1 soil; Cu10 = urine + 10 mg Cu kg−1

soil; Cu100 = urine + 100 mg Cu kg−1 soil

Cu10 treated soils relative to the Cu0 treatment. Therefore,

we can conclude that the AOA amoA was not the dominant

nitrifier responsible for nitrification rate at these Cu levels.

Soil Cu at the Cu100 treatment level inhibited AOB amoA
abundance in the Recent and Pallic soils. The inhibition of

Cu to AOB amoA in the present study was substantiated by

the higher NH4
+-N concentration and lower NO3

−-N in the

Cu100 treatment (Figure 2), indicative of low nitrification tak-

ing place for this treatment. However, the toxicity effect of the

Cu100 treatment was not observed in the Pumice soil. This

was associated with the low bioavailable Cu concentration

recorded in the Pumice soil (Figure 1) relative to the other

two soils.

The AOA amoA gene showed greater abundance under the

Cu100 treatment for both the Recent and Pallic soils. This

behavior was reported by He et al. (2018), where the AOA

amoA gene showed greater dominance in a high Cu environ-

ment (100 mg kg−1 added Cu) than the AOB amoA gene. The

greater tolerance of AOA to higher Cu concentration is asso-

ciated with greater cell wall membrane rigidity than AOB,

making this barrier less permeable to ions (Kandler & König,

1998).
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12 MATSE ET AL.

4.4 Effect of treatments on perennial
ryegrass growth

The presence of Cu in soil at the Cu1 or Cu10 treatment level

increased ryegrass shoot and root dry weight in the Recent

soil (Figure 5); we attribute this to the increase in bioavailable

Cu in the soil (Figure 1). Copper is an important micronutri-

ent in plant growth that is responsible for various metabolic

processes and for the synthesis of chlorophyl (Rehman et al.,

2019). Similar results were reported by Kumar et al. (1990),

where application of 5 mg Cu kg−1 to soil resulted in a signif-

icant increase in shoot and root dry matter yield and increased

N uptake by wheat (Triticum aestivum L.) plants. In the Pal-

lic and Pumice soils, the Cu1 and Cu10 treatments did not

increase shoot and root DW. This was because the concen-

tration of Cu added in these treatments was insufficient to

stimulate plant growth (no deficiency) or because the Cu

concentration in soil was already at a level sufficient to sup-

port plant growth (sufficiency). Our data show that the Cu

concentration in the Recent soil is deficient for plant growth.

The reduction in root growth for the Recent and Pallic soils

(Figure 5) associated with the highest Cu treatment (Cu100)

suggests this level of applied Cu was toxic to ryegrass.

Previous studies reported plant Cu toxicity at a similar treat-

ment level. Yan et al. (2006) reported that 100 mg kg−1 added

Cu reduced average rice (Oryza sativa L.) grain yield and

straw height by 17.37 and 13.74%, respectively, relative to a

control treatment. Xu et al. (2006) also found that applica-

tion of 100 mg Cu kg−1 significantly decreased rice growth

and grain by 22.13 and 10.76%, respectively. Copper toxic-

ity was more apparent in ryegrass roots than shoots, possibly

due to the limited translocation of Cu from root to shoots

reported by Bolan et al. (2003). However, no Cu-induced tox-

icity was apparent for the Pumice soil; we attribute this to the

limited increase in bioavailable Cu concentration for this soil

compared with the other two soils.

4.5 Application of our findings to farming
systems

In the current study, we have demonstrated that Cu is an

important trace element not only for plant growth but also in

soil processes such as nitrification. Bioavailable Cu plays a

significant role in AMO activity, and soil concentrations can

influence nitrification rate. Urine patches are recognized to be

a main source of NO3
−-N leaching in dairy systems, and we

propose that understanding the relationship between Cu and

ammonia oxidizers is important in examining possible ways to

reduce NO3
−-N leaching. This knowledge could be applied to

the development of more effective nitrification inhibitors that

may reduce N losses from dairy farming systems. Our find-

ings are significant in the context of pastoral systems because

dairy farms heavily supplement cows with Cu (López-Alonso

& Miranda, 2020; Silva et al., 2022) or apply farm effluent

containing Cu (Panagos et al., 2018). Such Cu inputs can lead

to increasing levels of bioavailable Cu in established dairy

soils. As demonstrated in this study, an increase in bioavail-

able Cu could possibly increase nitrification depending on the

soil type.

Apart from the dairy systems, our results are also relevant to

the horticulture industry, where several studies have reported

increasing levels of Cu concentration in the soil (Mirlean

et al., 2007; Pietrzak & McPhail, 2004) due to the accumu-

lation of Cu in the soil from copper-fungicide sprays. For

example, Pietrzak & McPhail (2004) reported that in Victo-

rian vineyards, the total Cu concentration in some vineyards

increased up to 250 mg kg−1 relative to a background con-

centration of <10 mg kg−1. At such high concentrations,

nitrification could potentially be inhibited, interfering with

the nitrogen cycle and the natural break down of organic

material.

5 CONCLUSION

Our results demonstrate that a bioavailable Cu concentration

of up to 0.33 mg kg−1 in the Recent soil and 0.24 mg kg−1 in

the Pallic soil increased nitrification rate. However, a bioavail-

able Cu concentration above 6 mg Cu kg−1 proved toxic to

nitrifying bacteria and reduced nitrification rate in both these

soils. For the Pumice soil, a bioavailable Cu concentration of

up 0.8 mg Cu kg−1 did not induce an increase in nitrification

rate and AOB/AOA amoA gene abundance. Our results show

that AOA amoA is more resistant to Cu than AOB amoA due

to the greater abundance of AOA amoA at higher bioavailable

Cu concentrations. Bioavailable Cu was the main factor in the

Recent and Pallic soils influencing both nitrification and AOB

amoA gene abundance as evidenced by the strong positive cor-

relation between bioavailable concentration, nitrification, and

AOB amoA. The results from this study will help expedite the

development of new inhibitors to reduce NO3
−-N leaching in

pastoral dairy systems.

D AT A AVA I L A B I L I T Y S T AT E M E N T
The analyzed data during this current study is not publicly

available because it is part of the first author’s doctoral thesis

but can be made available from the corresponding author upon

reasonable request.

A C K N O W L E D G M E N T S
We would like to extend our sincere appreciation to Anja

Schiemann, Neha Jha, and Lesley Taylor for their technical

assistance. We are grateful to Pastoral Robotics New Zealand

for providing resources to conduct this study. The authors are

also thankful to New Zealand Development Scholarship, who

 15372537, 0, D
ow

nloaded from
 https://acsess.onlinelibrary.w

iley.com
/doi/10.1002/jeq2.20440 by M

inistry O
f H

ealth, W
iley O

nline L
ibrary on [12/12/2022]. See the T

erm
s and C

onditions (https://onlinelibrary.w
iley.com

/term
s-and-conditions) on W

iley O
nline L

ibrary for rules of use; O
A

 articles are governed by the applicable C
reative C

om
m

ons L
icense



MATSE ET AL. 13

provided scholarship to the first author to pursue his studies

in New Zealand.

Open access publishing facilitated by Massey University,

as part of the Wiley – Massey University agreement via the

Council of Australian University Librarians.

AU T H O R C O N T R I B U T I O N S
Dumsane Themba Matse: Conceptualization; Formal anal-

ysis; Methodology; Writing – original draft. Paramsothy

Jeyakumar: Conceptualization; Project administration; Super-

vision; Writing – review & editing. Peter Bishop: Con-

ceptualization; Methodology; Resources. Christopher W N

Anderson: Conceptualizing; Validation; Writing-review and

editing.

C O N F L I C T O F I N T E R E S T
The authors declare no conflict of interest.

O R C I D
Paramsothy Jeyakumar https://orcid.org/0000-0002-

9841-8645

R E F E R E N C E S
Behrens, S., Azizian Mohammad, F., McMurdie Paul, J., Sabalowsky,

A., Dolan Mark, E., Semprini, L., & Spormann Alfred, M.

(2008). Monitoring abundance and expression of “Dehalococcoides”

species chloroethene-reductive dehalogenases in a tetrachloroethene-

dechlorinating flow column. Applied and Environmental Micro-
biology, 74(18), 5695–5703. https://doi.org/10.1128/AEM.00926-

08

Blakemore, L. C. (1987). Methods for chemical analysis of soils. New
Zealand Soil Bureau Scientific Reports, 80, 72–76.

Bolan, N. S., Khan, M., Donaldson, J., Adriano, D., & Matthew, C.

(2003). Distribution and bioavailability of copper in farm effluent.

Science of the Total Environment, 309(1–3), 225–236. https://doi.org/

10.1016/S0048-9697(03)00052-4

Cameron, K., Di, H. J., & Moir, J. (2013). Nitrogen losses from the

soil/plant system: A review. Annals of Applied Biology, 162(2),

145–173. https://doi.org/10.1111/aab.12014

Carey, C. J., Dove, N. C., Beman, J. M., Hart, S. C., & Aronson, E.

L. (2016). Meta-analysis reveals ammonia-oxidizing bacteria respond

more strongly to nitrogen addition than ammonia-oxidizing archaea.

Soil Biology and Biochemistry, 99, 158–166. https://doi.org/10.1016/

j.soilbio.2016.05.014

Cela, S., & Sumner, M. E. (2002). Critical concentrations of copper,

nickel, lead, and cadmium in soils based on nitrification. Communi-
cations in Soil Science and Plant Analysis, 33(1–2), 19–30. https://

doi.org/10.1081/CSS-120002374

Chen, Z., Li, Y., Xu, Y., Lam, S. K., Xia, L., Zhang, N., Castellano,

M. J., & Ding, W. (2021). Spring thaw pulses decrease annual N2O

emissions reductions by nitrification inhibitors from a seasonally

frozen cropland. Geoderma, 403, 115310. https://doi.org/10.1016/j.

geoderma.2021.115310

Clough, T., Ledgard, S., Sprosen, M., & Kear, M. (1998). Fate of 15N

labelled urine on four soil types. Plant and Soil, 199(2), 195–203.

https://doi.org/10.1023/A:1004361009708

Dai, Y., Di, H. J., Cameron, K. C., & He, J.-Z. (2013). Effects of nitro-

gen application rate and a nitrification inhibitor dicyandiamide on

ammonia oxidizers and N2O emissions in a grazed pasture soil. Sci-
ence of the Total Environment, 465, 125–135. https://doi.org/10.1016/

j.scitotenv.2012.08.091

Di, H., & Cameron, K. (2002). Nitrate leaching in temperate agroe-

cosystems: Sources, factors and mitigating strategies. Nutrient
Cycling in Agroecosystems, 64(3), 237–256. https://doi.org/10.1023/

A:1021471531188

Di, H. J., & Cameron, K. C. (2016). Inhibition of nitrification to mitigate

nitrate leaching and nitrous oxide emissions in grazed grassland: A

review. Journal of Soils and Sediments, 16(5), 1401–1420. https://

doi.org/10.1007/s11368-016-1403-8

Di, H. J., Cameron, K. C., Shen, J.-P., Winefield, C. S., O’Callaghan,

M., Bowatte, S., & He, J.-Z. (2010). Ammonia-oxidizing bacte-

ria and archaea grow under contrasting soil nitrogen conditions.

FEMS Microbiology Ecology, 72(3), 386–394. https://doi.org/10.

1111/j.1574-6941.2010.00861.x

Duan, P., Fan, C., Zhang, Q., & Xiong, Z. (2019). Overdose fertiliza-

tion induced ammonia-oxidizing archaea producing nitrous oxide in

intensive vegetable fields. Science of the Total Environment, 650,

1787–1794. https://doi.org/10.1016/j.scitotenv.2018.09.341

Gao, S., Walker, W. J., Dahlgren, R. A., & Bold, J. (1997). Simultaneous

sorption of Cd, Cu, Ni, Zn, Pb, and Cr on soils treated with sewage

sludge supernatant. Water, Air, and Soil Pollution, 93(1), 331–345.

https://doi.org/10.1007/BF02404765

Gubry-Rangin, C., Nicol, G. W., & Prosser, J. I. (2010). Archaea

rather than bacteria control nitrification in two agricultural acidic

soils. FEMS Microbiology Ecology, 74(3), 566–574. https://doi.org/

10.1111/j.1574-6941.2010.00971.x

Gwak, J.-H., Jung, M.-Y., Hong, H., Kim, J.-G., Quan, Z.-X., Reinfelder,

J. R., Spasov, E., Neufeld, J. D., Wagner, M., & Rhee, S.-K. (2020).

Archaeal nitrification is constrained by copper complexation with

organic matter in municipal wastewater treatment plants. The ISME
Journal, 14(2), 335–346. https://doi.org/10.1038/s41396-019-053

8-1

He, H., Liu, H., Shen, T., Wei, S., Dai, J., & Wang, R. (2018). Influence of

Cu application on ammonia oxidizers in fluvo-aquic soil. Geoderma,

321, 141–150. https://doi.org/10.1016/j.geoderma.2018.01.037

Hewitt, A. E. (2010). New Zealand soil classification (3rd ed). Manaaki

Whenua Press.

Hink, L., Gubry-Rangin, C., Nicol, G. W., & Prosser, J. I. (2018). The

consequences of niche and physiological differentiation of archaeal

and bacterial ammonia oxidisers for nitrous oxide emissions. The
ISME Journal, 12(4), 1084–1093. https://doi.org/10.1038/s41396-

017-0025-5

Hooper, A. B., Vannelli, T., Bergmann, D. J., & Arciero, D. M. (1997).

Enzymology of the oxidation of ammonia to nitrite by bacteria.

Antonie Van Leeuwenhoek, 71(1), 59–67. https://doi.org/10.1023/

A:1000133919203

Huérfano, X., Estavillo, J. M., Torralbo, F., Vega-Mas, I., González-

Murua, C., & Fuertes-Mendizábal, T. (2022). Dimethylpyrazole-

based nitrification inhibitors have a dual role in N2O emissions

mitigation in forage systems under Atlantic climate conditions. Sci-
ence of the Total Environment, 807, 150670. https://doi.org/10.1016/

j.scitotenv.2021.150670

Jia, Z., & Conrad, R. (2009). Bacteria rather than archaea dominate

microbial ammonia oxidation in an agricultural soil. Environmen-
tal Microbiology, 11(7), 1658–1671. https://doi.org/10.1111/j.1462-

2920.2009.01891.x

 15372537, 0, D
ow

nloaded from
 https://acsess.onlinelibrary.w

iley.com
/doi/10.1002/jeq2.20440 by M

inistry O
f H

ealth, W
iley O

nline L
ibrary on [12/12/2022]. See the T

erm
s and C

onditions (https://onlinelibrary.w
iley.com

/term
s-and-conditions) on W

iley O
nline L

ibrary for rules of use; O
A

 articles are governed by the applicable C
reative C

om
m

ons L
icense

https://orcid.org/0000-0002-9841-8645
https://orcid.org/0000-0002-9841-8645
https://orcid.org/0000-0002-9841-8645
https://doi.org/10.1128/AEM.00926-08
https://doi.org/10.1128/AEM.00926-08
https://doi.org/10.1016/S0048-9697(03)00052-4
https://doi.org/10.1016/S0048-9697(03)00052-4
https://doi.org/10.1111/aab.12014
https://doi.org/10.1016/j.soilbio.2016.05.014
https://doi.org/10.1016/j.soilbio.2016.05.014
https://doi.org/10.1081/CSS-120002374
https://doi.org/10.1081/CSS-120002374
https://doi.org/10.1016/j.geoderma.2021.115310
https://doi.org/10.1016/j.geoderma.2021.115310
https://doi.org/10.1023/A:1004361009708
https://doi.org/10.1016/j.scitotenv.2012.08.091
https://doi.org/10.1016/j.scitotenv.2012.08.091
https://doi.org/10.1023/A:1021471531188
https://doi.org/10.1023/A:1021471531188
https://doi.org/10.1007/s11368-016-1403-8
https://doi.org/10.1007/s11368-016-1403-8
https://doi.org/10.1111/j.1574-6941.2010.00861.x
https://doi.org/10.1111/j.1574-6941.2010.00861.x
https://doi.org/10.1016/j.scitotenv.2018.09.341
https://doi.org/10.1007/BF02404765
https://doi.org/10.1111/j.1574-6941.2010.00971.x
https://doi.org/10.1111/j.1574-6941.2010.00971.x
https://doi.org/10.1038/s41396-019-0538-1
https://doi.org/10.1038/s41396-019-0538-1
https://doi.org/10.1016/j.geoderma.2018.01.037
https://doi.org/10.1038/s41396-017-0025-5
https://doi.org/10.1038/s41396-017-0025-5
https://doi.org/10.1023/A:1000133919203
https://doi.org/10.1023/A:1000133919203
https://doi.org/10.1016/j.scitotenv.2021.150670
https://doi.org/10.1016/j.scitotenv.2021.150670
https://doi.org/10.1111/j.1462-2920.2009.01891.x
https://doi.org/10.1111/j.1462-2920.2009.01891.x


14 MATSE ET AL.

Kandler, O., & König, H. (1998). Cell wall polymers in archaea

(Archaebacteria). Cellular and Molecular Life Sciences CMLS, 54(4),

305–308. https://doi.org/10.1007/s000180050156

Kebreab, E., France, J., Beever, D. E., & Castillo, A. R. (2001). Nitrogen

pollution by dairy cows and its mitigation by dietary manipulation.

Nutrient Cycling in Agroecosystems, 60(1), 275–285. https://doi.org/

10.1023/A:1012668109662

Kumar, V., Yadav, D. V., & Yadav, D. S. (1990). Effects of nitrogen

sources and copper levels on yield, nitrogen and copper contents of

wheat (Triticum aestivum L.). Plant and Soil, 126(1), 79–83. https://

doi.org/10.1007/BF00041371

López-Alonso, M., & Miranda, M. (2020). Copper supplementation, a

challenge in cattle. Animals, 10(10), 1890. https://doi.org/10.3390/

ani10101890

Loveless, J., & Painter, H. (1968). The influence of metal ion concen-

trations and pH value on the growth of a Nitrosomonas strain isolated

from activated sludge. Microbiology (Reading, England), 52(1), 1–14.

https://doi.org/10.1099/00221287-52-1-1

Lu, X., Taylor, A. E., Myrold, D. D., & Neufeld, J. D. (2020). Expand-

ing perspectives of soil nitrification to include ammonia-oxidizing

archaea and comammox bacteria. Soil Science Society of America
Journal, 84(2), 287–302. https://doi.org/10.1002/saj2.20029

Matse, D. T., Huang, C. -H., Huang, Y. -M., & Yen, M. -Y. (2020). Effects

of coinoculation of rhizobium with plant growth promoting rhizobac-

teria on the nitrogen fixation and nutrient uptake of Trifolium repens
in low phosphorus soil. Journal of Plant Nutrition, 43(5), 739–752.

https://doi.org/10.1080/01904167.2019.1702205

Matse, D. T., Jeyakumar, P., Bishop, P., & Anderson, C. W. N. (2022).

Bioavailable Cu can influence nitrification rate in New Zealand dairy

farm soils. Journal of Soils and Sediments, 22(3), 916–930. https://

doi.org/10.1007/s11368-021-03113-8

McCarty, G. (1999). Modes of action of nitrification inhibitors.

Biology and Fertility of Soils, 29(1), 1–9. https://doi.org/10.1007/

s003740050518

Mirlean, N., Roisenberg, A., & Chies, J. O. (2007). Metal contamination

of vineyard soils in wet subtropics (southern Brazil). Environmen-
tal Pollution, 149(1), 10–17. https://doi.org/10.1016/j.envpol.2006.

12.024

Nicol, G. W., Leininger, S., Schleper, C., & Prosser, J. I. (2008). The

influence of soil pH on the diversity, abundance, and transcriptional

activity of ammonia oxidizing archaea and bacteria. Environmen-
tal Microbiology, 10(11), 2966–2978. https://doi.org/10.1111/j.1462-

2920.2008.01701.x

Ouyang, Y., Norton, J. M., & Stark, J. M. (2017). Ammonium availability

and temperature control contributions of ammonia oxidizing bacteria

and archaea to nitrification in an agricultural soil. Soil Biology and
Biochemistry, 113, 161–172. https://doi.org/10.1016/j.soilbio.2017.

06.010

Panagos, P., Ballabio, C., Lugato, E., Jones, A., Borrelli, P., Scarpa, S.,

Orgiazzi, A., & Montanarella, L. (2018). Potential sources of anthro-

pogenic copper inputs to European agricultural soils. Sustainability,

10(7), 2380. https://doi.org/10.3390/su10072380

Pietrzak, U., & McPhail, D. C. (2004). Copper accumulation, distribution

and fractionation in vineyard soils of Victoria, Australia. Geoderma,

122(2), 151–166. https://doi.org/10.1016/j.geoderma.2004.01.

005

Principi, P., Villa, F., Giussani, B., Zanardini, E., Cappitelli, F., & Sorlini,

C. (2009). The effect of copper on the structure of the ammonia-

oxidizing microbial community in an activated sludge wastewater

treatment plant. Microbial Ecology, 57(2), 215–220. https://doi.org/

10.1007/s00248-008-9432-5

Prosser, J. I., Hink, L., Gubry-Rangin, C., & Nicol, G. W. (2020).

Nitrous oxide production by ammonia oxidizers: Physiological diver-

sity, niche differentiation and potential mitigation strategies. Global
Change Biology, 26(1), 103–118. https://doi.org/10.1111/gcb.14877

Prosser, J. I., & Nicol, G. W. (2012). Archaeal and bacterial ammonia-

oxidisers in soil: The quest for niche specialisation and differentiation.

Trends in Microbiology, 20(11), 523–531. https://doi.org/10.1016/j.

tim.2012.08.001

Rehman, M., Liu, L., Wang, Q., Saleem, M. H., Bashir, S., Ullah,

S., & Peng, D. (2019). Copper environmental toxicology, recent

advances, and future outlook: A review. Environmental Science and
Pollution Research, 26(18), 18003–18016. https://doi.org/10.1007/

s11356-019-05073-6

Rex, D., Clough, T. J., Lanigan, G. J., Jansen-Willems, A. B., Condron,

L. M., Richards, K. G., & Müller, C. (2021). Gross N transforma-

tions vary with soil moisture and time following urea deposition

to a pasture soil. Geoderma, 386, 114904. https://doi.org/10.1016/j.

geoderma.2020.114904

Richards, J., Chambers, T., Hales, S., Joy, M., Radu, T., Woodward, A.,

Humphrey, A., Randal, E., & Baker, M. G. (2021). Nitrate contamina-

tion in drinking water and colorectal cancer: Exposure assessment and

estimated health burden in New Zealand. Environmental Research,

112322. https://doi.org/10.1016/j.envres.2021.112322

Rieuwerts, J. S. (2007). The mobility and bioavailability of trace metals

in tropical soils: A review. Chemical Speciation & Bioavailability,

19(2), 75–85. https://doi.org/10.3184/095422907x211918

Rieuwerts, J. S., Thornton, I., Farago, M. E., & Ashmore, M. R. (1998).

Factors influencing metal bioavailability in soils: Preliminary inves-

tigations for the development of a critical loads approach for metals.

Chemical Speciation & Bioavailability, 10(2), 61–75. https://doi.org/

10.3184/095422998782775835

Rütting, T., Schleusner, P., Hink, L., & Prosser, J. I. (2021). The contribu-

tion of ammonia-oxidizing archaea and bacteria to gross nitrification

under different substrate availability. Soil Biology and Biochemistry,

160, 108353. https://doi.org/10.1016/j.soilbio.2021.108353

Silva, T. H., Guimaraes, I., Menta, P. R., Fernandes, L., Paiva, D.,

Ribeiro, T. L., Celestino, M. L., Netto, A. S., Ballou, M. A., &

Machado, V. S. (2022). Effect of injectable trace mineral sup-

plementation on peripheral polymorphonuclear leukocyte function,

antioxidant enzymes, health, and performance in dairy cows in semi-

arid conditions. Journal of Dairy Science, 105(2), 1649–1660. https://

doi.org/10.3168/jds.2021-20624

Ubeynarayana, N., Jeyakumar, P., Bishop, P., Pereira, R. C., & Anderson,

C. W. N. (2021). Effect of soil cadmium on root organic acid secretion

by forage crops. Environmental Pollution, 268, 115839. https://doi.

org/10.1016/j.envpol.2020.115839

Vandevivere, P., Ficara, E., Terras, C., Julies, E., & Verstraete, W. (1998).

Copper-mediated selective removal of nitrification inhibitors from

industrial wastewaters. Environmental Science & Technology, 32(7),

1000–1006. https://doi.org/10.1021/es970800i

Waggoner, A. L., Bottomley, P. J., Taylor, A. E., & Myrold, D. D.

(2021). Soil nitrification response to dairy digestate and inorganic

ammonium sources depends on soil pH and nitrifier abundances. Soil
Science Society of America Journal, 85(6), 1990–2006. https://doi.

org/10.1002/saj2.20325

Wagner, F. B., Diwan, V., Dechesne, A., Fowler, S. J., Smets, B.

F., & Albrechtsen, H.-J. (2019). Copper-induced stimulation of

 15372537, 0, D
ow

nloaded from
 https://acsess.onlinelibrary.w

iley.com
/doi/10.1002/jeq2.20440 by M

inistry O
f H

ealth, W
iley O

nline L
ibrary on [12/12/2022]. See the T

erm
s and C

onditions (https://onlinelibrary.w
iley.com

/term
s-and-conditions) on W

iley O
nline L

ibrary for rules of use; O
A

 articles are governed by the applicable C
reative C

om
m

ons L
icense

https://doi.org/10.1007/s000180050156
https://doi.org/10.1023/A:1012668109662
https://doi.org/10.1023/A:1012668109662
https://doi.org/10.1007/BF00041371
https://doi.org/10.1007/BF00041371
https://doi.org/10.3390/ani10101890
https://doi.org/10.3390/ani10101890
https://doi.org/10.1099/00221287-52-1-1
https://doi.org/10.1002/saj2.20029
https://doi.org/10.1080/01904167.2019.1702205
https://doi.org/10.1007/s11368-021-03113-8
https://doi.org/10.1007/s11368-021-03113-8
https://doi.org/10.1007/s003740050518
https://doi.org/10.1007/s003740050518
https://doi.org/10.1016/j.envpol.2006.12.024
https://doi.org/10.1016/j.envpol.2006.12.024
https://doi.org/10.1111/j.1462-2920.2008.01701.x
https://doi.org/10.1111/j.1462-2920.2008.01701.x
https://doi.org/10.1016/j.soilbio.2017.06.010
https://doi.org/10.1016/j.soilbio.2017.06.010
https://doi.org/10.3390/su10072380
https://doi.org/10.1016/j.geoderma.2004.01.005
https://doi.org/10.1016/j.geoderma.2004.01.005
https://doi.org/10.1007/s00248-008-9432-5
https://doi.org/10.1007/s00248-008-9432-5
https://doi.org/10.1111/gcb.14877
https://doi.org/10.1016/j.tim.2012.08.001
https://doi.org/10.1016/j.tim.2012.08.001
https://doi.org/10.1007/s11356-019-05073-6
https://doi.org/10.1007/s11356-019-05073-6
https://doi.org/10.1016/j.geoderma.2020.114904
https://doi.org/10.1016/j.geoderma.2020.114904
https://doi.org/10.1016/j.envres.2021.112322
https://doi.org/10.3184/095422907x211918
https://doi.org/10.3184/095422998782775835
https://doi.org/10.3184/095422998782775835
https://doi.org/10.1016/j.soilbio.2021.108353
https://doi.org/10.3168/jds.2021-20624
https://doi.org/10.3168/jds.2021-20624
https://doi.org/10.1016/j.envpol.2020.115839
https://doi.org/10.1016/j.envpol.2020.115839
https://doi.org/10.1021/es970800i
https://doi.org/10.1002/saj2.20325
https://doi.org/10.1002/saj2.20325


MATSE ET AL. 15

nitrification in biological rapid sand filters for drinking water pro-

duction by proliferation of Nitrosomonas spp. Environmental Science
& Technology, 53(21), 12433–12441. https://doi.org/10.1021/acs.est.

9b03885

Wagner, F. B., Nielsen, P. B., Boe-Hansen, R., & Albrechtsen, H.-

J. (2016). Copper deficiency can limit nitrification in biological

rapid sand filters for drinking water production. Water Research, 95,

280–288. https://doi.org/10.1016/j.watres.2016.03.025

Williams, P. H., & Haynes, R. J. (2000). Transformations and plant

uptake of urine N and S in long and short-term pastures. Nutrient
Cycling in Agroecosystems, 56(2), 109–116. https://doi.org/10.1023/

A:1009885413823

Xu, J., Yang, L., Wang, Z., Dong, G., Huang, J., & Wang, Y. (2006).

Toxicity of copper on rice growth and accumulation of copper in

rice grain in copper contaminated soil. Chemosphere, 62(4), 602–607.

https://doi.org/10.1016/j.chemosphere.2005.05.050

Yan, Y.-P., He, J.-Y., Zhu, C., Cheng, C., Pan, X.-B., & Sun, Z.-Y.

(2006). Accumulation of copper in brown rice and effect of copper on

rice growth and grain yield in different rice cultivars. Chemosphere,

65(10), 1690–1696. https://doi.org/10.1016/j.chemosphere.2006.05.

022

Ying, J.-Y., Zhang, L.-M., & He, J.-Z. (2010). Putative ammonia-

oxidizing bacteria and archaea in an acidic red soil with different

land utilization patterns. Environmental Microbiology Reports, 2(2),

304–312. https://doi.org/10.1111/j.1758-2229.2009.00130.x

Yu, C., Huang, X., Chen, H., Godfray, H. C. J., Wright, J. S., Hall, J.

W., Gong, P., Ni, S., Qiao, S., Huang, G., Xiao, Y., Zhang, J., Feng,

Z., Ju, X., Ciais, P., Stenseth, N. C., Hessen, D. O., Sun, Z., Yu, L.,

. . . & Taylor, J. (2019). Managing nitrogen to restore water quality in

China. Nature, 567(7749), 516–520. https://doi.org/10.1038/s41586-

019-1001-1

Zhang, L.-M., Hu, H.-W., Shen, J.-P., & He, J.-Z. (2012). Ammonia-

oxidizing archaea have more important role than ammonia-oxidizing

bacteria in ammonia oxidation of strongly acidic soils. The ISME
Journal, 6(5), 1032–1045. https://doi.org/10.1038/ismej.2011.168

S U P P O R T I N G I N F O R M AT I O N
Additional supporting information can be found online in the

Supporting Information section at the end of this article.

How to cite this article: Matse, D. T., Jeyakumar, P.,

Bishop, P., & Anderson, C. W. N. (2022). Copper

induces nitrification by ammonia-oxidizing bacteria

and archaea in pastoral soils. Journal of
Environmental Quality, 1–15.

https://doi.org/10.1002/jeq2.20440

 15372537, 0, D
ow

nloaded from
 https://acsess.onlinelibrary.w

iley.com
/doi/10.1002/jeq2.20440 by M

inistry O
f H

ealth, W
iley O

nline L
ibrary on [12/12/2022]. See the T

erm
s and C

onditions (https://onlinelibrary.w
iley.com

/term
s-and-conditions) on W

iley O
nline L

ibrary for rules of use; O
A

 articles are governed by the applicable C
reative C

om
m

ons L
icense

https://doi.org/10.1021/acs.est.9b03885
https://doi.org/10.1021/acs.est.9b03885
https://doi.org/10.1016/j.watres.2016.03.025
https://doi.org/10.1023/A:1009885413823
https://doi.org/10.1023/A:1009885413823
https://doi.org/10.1016/j.chemosphere.2005.05.050
https://doi.org/10.1016/j.chemosphere.2006.05.022
https://doi.org/10.1016/j.chemosphere.2006.05.022
https://doi.org/10.1111/j.1758-2229.2009.00130.x
https://doi.org/10.1038/s41586-019-1001-1
https://doi.org/10.1038/s41586-019-1001-1
https://doi.org/10.1038/ismej.2011.168
https://doi.org/10.1002/jeq2.20440

	Copper induces nitrification by ammonia-oxidizing bacteria and archaea in pastoral soils
	Abstract
	1 | INTRODUCTION
	2 | MATERIALS AND METHODS
	2.1 | Soil collection and characterization
	2.2 | Treatments and application
	2.3 | Synthetic urine preparation and application
	2.4 | Plant and soil sampling
	2.5 | Soil analysis
	2.6 | Quality control measures
	2.7 | Soil DNA extraction and qPCR
	2.8 | Statistical analysis

	3 | RESULTS
	3.1 | Changes in bioavailable Cu concentration
	3.2 | Soil NH4+-N and NO3−-N concentration
	3.3 | Bacterial and archaeal population in soil
	3.4 | AOB/AOA amoA gene abundance in soil
	3.5 | Perennial ryegrass growth

	4 | DISCUSSION
	4.1 | Dynamics of the NH4+-N and NO3−-N
	4.2 | Effect of Cu application on NH4+ oxidation to NO3−
	4.3 | Changes in microbial population and AOB/AOA amoA gene abundance
	4.4 | Effect of treatments on perennial ryegrass growth
	4.5 | Application of our findings to farming systems

	5 | CONCLUSION
	DATA AVAILABILITY STATEMENT

	ACKNOWLEDGMENTS
	AUTHOR CONTRIBUTIONS
	CONFLICT OF INTEREST
	ORCID
	REFERENCES
	SUPPORTING INFORMATION


